ESI Fig. 1 Changes in the cell cycle distribution of the GC1 spermatogonial cell line following 24 hour treatment with increasing concentrations of DOX. Cells were treated with 1nM -5 μM DOX. Controls received vehicle only (PBS). Cell cycle distribution was measured following propidium iodide staining and FACS analyses to determine DNA content. Each histogram is a representative plot (n=3). Dip G1 (first red peak) represents cells in the G0/G1 phase, Dip G2 (second red peak) represents cells in the G2/M phase, Dip S represents cells in the S phase and cells undergoing apoptosis are present in small peaks before Dip G1 (sub G1).
ESI Fig. 2
Changes in the cell cycle distribution of the GC1 spermatogonial cell line following 48 hour treatment with increasing concentrations of DOX. Cells were treated with 1nM -5 μM DOX. Controls received vehicle only (PBS). Cell cycle distribution was measured following propidium iodide staining and FACS analyses to determine DNA content. Each histogram is a representative plot (n=3). Dip G1 (first red peak) represents cells in the G0/G1 phase, Dip G2 (second red peak) represents cells in the G2/M phase, Dip S represents cells in the S phase and cells undergoing apoptosis are present in small peaks before Dip G1 (sub G1). Fig. 3 Changes in the cell cycle distribution of the TM3 Leydig cell line following 24 hour treatment with increasing concentrations of DOX. Cells were treated with 1nM -5 μM DOX. Controls received vehicle only (PBS). Cell cycle distribution was measured following propidium iodide staining and FACS analyses to determine DNA content. Each histogram is a representative plot (n=3). Dip G1 (first red peak) represents cells in the G0/G1 phase, Dip G2 (second red peak) represents cells in the G2/M phase, Dip S represents cells in the S phase and cells undergoing apoptosis are present in small peaks before Dip G1 (sub G1). Fig. 4 Changes in the cell cycle distribution of the TM3 Leydig cell line following 48 hour treatment with increasing concentrations of DOX. Cells were treated with 1nM -5 μM DOX. Controls received vehicle only (PBS). Cell cycle distribution was measured following propidium iodide staining and FACS analyses to determine DNA content. Each histogram is a representative plot (n=3). Dip G1 (first red peak) represents cells in the G0/G1 phase, Dip G2 (second red peak) represents cells in the G2/M phase, Dip S represents cells in the S phase and cells undergoing apoptosis are present in small peaks before Dip G1 (sub G1).
ESI

ESI Fig. 5
Changes in the cell cycle distribution of the TM4 Sertoli cell line following 24 hour treatment with increasing concentrations of DOX. Cells were treated with 1nM -5 μM DOX. Controls received vehicle only (PBS). Cell cycle distribution was measured following propidium iodide staining and FACS analyses to determine DNA content. Each histogram is a representative plot (n=3). Dip G1 (first red peak) represents cells in the G0/G1 phase, Dip G2 (second red peak) represents cells in the G2/M phase, Dip S represents cells in the S phase and cells undergoing apoptosis are present in small peaks before Dip G1 (sub G1).
ESI Fig. 6
Changes in the cell cycle distribution of the TM4 Sertoli cell line following 48 hour treatment with increasing concentrations of DOX. Cells were treated with 1nM -5 μM DOX. Controls received vehicle only (PBS). Cell cycle distribution was measured following propidium iodide staining and FACS analyses to determine DNA content. Each histogram is a representative plot (n=3). Dip G1 (first red peak) represents cells in the G0/G1 phase, Dip G2 (second red peak) represents cells in the G2/M phase, Dip S represents cells in the S phase and cells undergoing apoptosis are present in small peaks before Dip G1 (sub G1). mmu-miR-466i-5p 0.1/1.0 0.5/1.4 0.5/1.4 0.7/1.7 0.8/1.7 0.8/1.7 0.9/1.9 1.4/2.7 0.9/1.8 0.9/1.8 1.4/2.6 1.5/2.8 mmu-miR-467b-3p
1.4/2.6 0.9/1.9 0.8/1.7 0.2/1.2 0.3/1.3 0.7/1.6 -0.8/-1.7 -1.7/-3.2 -1.3/-2.5 -2.0/-4.0 -2.0/-3.9 -2.1/-4.4
